The Plant Gene Index (PlantGI) database is developed as a web-based search system with search capabilities for keywords to provide information on gene indices specifically for agricultural plants. The database contains specific Gene Index information for ten agricultural species, namely, rice, Chinese cabbage, wheat, maize, soybean, barley, mushroom, Arabidopsis, hot pepper and tomato. PlantGI differs from other Gene Index databases in being specific to agricultural plant species and thus complements services from similar other developments. The database includes options for interactive mining of EST CONTIGS and assembled EST data for user specific keyword queries. The current version of PlantGI contains a total of 34,000 EST CONTIGS data for rice (8488
Background:
The gene indices use available expressed sequence tag (EST), tentative consensus (TC), expressed transcript (ET) and gene sequences along with a reference genome. The EST data in the public databases provide an important resource for comparative and functional genomics studies [1]. Gene index is constructed for species organisms by first clustering, then assembling EST and annotated gene sequences. 
Methodology: Dataset
The EST data was collected for Chinese cabbage and rice genome project at NIAB (127,144 EST). We then used the EST dataset at NCBI [11] for species specific Gene Index development.
Development
Using the collected EST sequence, we constructed a database for EST CONTIGS and an EST assemble map viewer for CONTIG viewing. The EST CONTIG was assembled to EST sequences using the Fragment Assembly program [12] . The developed used is MYSQL in JAVA application with Oracle RDBMS. Thus, the database is developed using MYSQL [9], JAVA [10] and Oracle relational database management system (RDBMS).
Database content
PlantGI database provides 34,000 EST CONTIGS information for 10 species namely, rice (8488 records), wheat (8560 records), maize (4570 records), soybean (3726 records), barley (3417 records), Chinese cabbage (3602 records), tomato (1236 records), hot pepper (998 records), mushroom (130 records) and Arabidopsis (8 records). 
Database usage
The user can access PlantGI through the web browser using internet. The database is visualized using a web-based graphical view and anonymous users can query and browse the data using the search function. We propose to update data from various public resources on a quarterly basis and hence develop a useful tool for gene index analysis for agricultural plants.
